
APOE and TOMM40 Collection Protocol, version 1 
 

Protocol implemented August 15, 2011 
MGM Core, University of Kansas 

 
 
Below is a brief description of the APOE data values and how they were obtained.  Questions 
should be directed to Eli Michaelis, emichaelis@ku.edu or Russell Swerdlow, 
rswerdlow@kumc.edu 
 

1.    The genotyping information is for the gene apolipoprotein E (APOE), variant forms 2, 3, 
and 4.  These variant forms are differentially linked to AD with the variant 4/4 being the 
highest probability link.  The data are presented as APOEx/y to reflect the fact that there 
are two alleles for each gene (2 chromosomes).  

 
2.    The genotyping for TOMM40 gene (the gene for a protein translocator in mitochondria) 

reports on the number of T bases in a polymorphic region of the gene, i.e., a region with 
variable numbers of repeats of one DNA base, the Thymine base.  The results are 
presented as TOMM40 xx/yy to reflect the fact that there are different numbers of T 
repeats in the allelic chromosomes. 

 
3.    The genotyping for both APOE and TOMM40 was performed on purified DNA obtained 

from white blood cells.  The genotyping was performed by Polymorphic DNA 
Technologies and the raw data are kept in the computers of the MGM Core. 

 
4.    If the DNA amplification or sequencing did not meet certain quality control criteria, then 

that was designated as a no-call (n.c.).  Re-examination of the raw data might allow one 
to make a call of the genotype but the software used to analyze the data could not do so. 

 
 
 
 


